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<210> 1 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Adapter 
sequence 

<400> 1 17 
ctcgtagact gcgtacc 

<210> 2 
<211> 18 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Adapter 
sequence 

<400> 2 18 
aattggtacg catgctac 



<210> 3 
<211> 19 
<212> DNA 

<213> Artificial Sequence 

<?23> Description of Artificial Sequence: Primer 
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<220> 

<221> modif ied_base 

<222> (18) 

<223> a, g, c or t 

<400> 3 

gactgcgtac caattcanr 



<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 



:223> Description of Artificial Sequence: Adapter 
sequence 



<400> 4 

cacgatggat ccagtgca 



<210> 5 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

:22r> Description of Artificial Sequence: Adapter 
sequence 

<400> 5 

ctggatccat cgtgcag 



<210> 6 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<22?> Description of Artificial Sequence: 
<400> 6 

gatggatcca gtgcagt 



<210> 7 
<211> 17 
<212> DNA 

<213> Artificial Sequence 



:223> Description of Artificial Sequence: Adapter 

sequence 
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<400> 7 

gactgtagac tgcgatg 



<210> 8 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Adapt 
sequence 

<400> 8 

cgcatcgcag tctaca 



<210> 9 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Prime 
<400> 9 

gtagactgcg atgcggtg 



<210> 10 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Adapt 
sequence 

<400> 10 

cacgatggat ccagtgca 



<210> 11 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Adapt 
sequence 

<400> 11 

ctggatccat cgtgcag 



<210> 12 
<211> 16 
<212> DNA 
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<213> Artificial Sequence 

'S^l Description of Artificial Sequence: Primer 
<400> 12 

gatggatcca gtgcag 



<210> 13 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: 
<220> 

<221> modif ied__base 

<222> (17) 

<223> a, c, g or t 

<400> 13 

gatggatcca gtgcagn 



<210> 14 
<211> 16 
<212> DNA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: 
<400> 14 

gatggatcca gtgcag 



<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: 
<400> 15 

accgtgtcgc tgtcctaaac 



<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

:22°3: Description of Artificial Sequence: Primer 
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<400> 16 

atattcccaa ggtttgactt 



<210> 17 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<22?> Description of Artificial Sequence: Primer 
<400> 17 

ctttacgagt atggagggag 



<210> 18 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<2?°> Description of Artificial Sequence: Primer 
<400> 18 

ctcgtagact gcgtacc 



<210> 19 
<211> 14 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Primer 

<400> 19 
tactcaggac teat 



<210> 20 
<211> 35 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Primer 
<220> 

<221> modif ied_base 
<222> (21) . . (30) 
<223> a, c, g or t 



<400> 20 

ggccacgcgt cgactagtac nnnnnnnnnn tcgag 
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<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
<400> 21 

ggccacgcgt cgactagtac 



